Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.003 Å; R factor = 0.018; wR factor = 0.048; data-to-parameter ratio = 10.9.
In the title compound, [Ba(C 7 The 3,5-bis(hydroxyimino)-1-methyl-2,4,6-trioxocyclohexanide monoanions act in a bidentate chelating manner, coordinating through an N atom of the nondeprotonated hydroxyimino group and an O atom of the neighboring oxo group. Two lattice water molecules are located in the cavities of the framework and are involved in hydrogen bonding to O atoms of one of the coordinating water molecules and the O atom of a keto group of the ligand. As a result, a three-dimensional network is formed.
Related literature
For the synthesis and crystal structure of sodium 3,5-bis(hydroxyimino)-1-methyl-2,4,6-trioxocyclohexanide, see: Kovalchukova et al. (2012) . For related structures of metal complexes with 1,2-benzo(naphto)quinone-1-oximes, see: Chakravorty (1974); Charalambous et al. (1993 Charalambous et al. ( , 1995 Charalambous et al. ( , 1996 ; Adatia et al. (1996) ; Basu & Chakravorty (1992) ; McPartlin (1973) ; Djinovic et al. (1992) ; Liu et al. (2010) . For applications of related complexes as catalysts, see: Gharah et al. (2009) .
Experimental
Crystal data [Ba(C 7 
Data collection
Enraf-Nonius CAD-4 diffractometer Absorption correction: part of the refinement model (ÁF) (Walker & Stuart, 1983 Table 1 Hydrogen-bond geometry (Å , ). 
Data collection: CAD-4-PC (Enraf-Nonius, 1993 ); cell refinement: CAD-4-PC; data reduction: CAD-4-PC; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: CIFTAB97 (Sheldrick, 2008) (Chakravorty, 1974; Charalambous et al., 1996; Djinovic et al., 1992; Liu et al., 2010) . Increasing attention is also being devoted to these complexes in recent years because of their applications in organic synthesis (Gharah et al., 2009) . Sodium 3,5-bis(hydroxyimino) -1-methyl-2,4,6-trioxocyclohexanide has been recently isolated as the only product of the reaction of nitrosation of methylphloroglucinol, and its crystal and molecular structure was reported (Kovalchukova et al., 2012) . In the present paper we report the crystal and molecular structure of barium hexa- atom of an oxo group of the ligand. As a result, a three-dimensional network is formed. The described structure is in accordance with the other known structures of complexes of 1,2-benzo(naphto) quinone -1-oximes with the alkaline (Charalambous et al., 1993 (Charalambous et al., ,1995 Adatia et al., 1996) and transition metals (Basu and Chakravorty, 1992; Charalambous et al., 1996; McPartlin, 1973) where the formation of monomeric complexes with the bidentate chelating coordination mode of the ligands was observed. The only one difference is in the nature of the hydroxyimino group which is not ionized in the structure reported here. From the other side, the 3,5-bis(hydroxyimino)-1-methyl-2,4,6-trioxocyclohexanide anion in the sodium salt (Kovalchukova et al., 2012) acts as m-1,2,2,3 polydentate bridging ligands were both N and O hydroxyimino atoms take part in coordination, and one of the O oxo coordinated atoms forms a bifurcated bond.
Experimental
Single crystals of C 14 H 30 BaN 4 O 20 were grown by the slow evaporation of the ethanol solution of the 1-to-1 molar mixture of barium nitrate and sodium 3,5-bis(hydroxyimino)-1-methyl-2,4,6-trioxo cyclohexanide.
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Refinement
The structure of of C 14 H 30 BaN 4 O 20 was solved by direct methods and all non-hydrogen atoms were located and refined in anisotropically. All the hydrogen atoms were located in difference electron density syntheses and included in refinement with fixed parameters. The O-H distances in the hydroxy groups were constrained at 0.84 Å. The O-H distances and H-O-H angles in the water molecules were constrained. A riding model was used in the refinement of H atoms of the methyl group.
Computing details
Data collection: CAD-4-PC (Enraf-Nonius, 1993 ); cell refinement: CAD-4-PC (Enraf-Nonius, 1993); data reduction:
CAD-4-PC (Enraf-Nonius, 1993); program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: CIFTAB97 (Sheldrick, 2008) and SHELXL97 (Sheldrick, 2008) . 
